
A P P E N D I X VI
TUMOR ASSOCIATED
MUTATIONS IN FGFR2

Domain Mutation Tissue

D2 p.R203C Breast ductal carcinoma

D2 p.Q212K Glioblastoma

p.S252W Endometrioid carcinoma

p.S267P Stomach adenocarcinoma

D3 p.G272V Ovary serous carcinoma

D3 p.D283N Lung SQCC

D3 p.W290C Lung SQCC

D3 pK310R Endometrioid carcinoma

D3 p.A315T Sarcoma

p.S372C Endometrioid carcinoma

p.Y375C Endometrioid carcinoma

p.I380V Lung adenocarcinoma

p.C382R Endometrioid carcinoma

p.M391R Endometrioid carcinoma

Kinase p.R496T Lung adenocarcinoma

Kinase p.K526T Renal cell carcinoma

Kinase p.H544Q Lung adenocarcinoma

Kinase p.I547V Endometrioid carcinoma

Kinase p.N549K Endometrioid carcinoma

Kinase p.R612T Lung adenocarcinoma
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